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SMRT Sequencing — How it Works

PacBio Systems are powered by Single Molecule, Real-Time (SMRT®) Sequencing, ° Accuracy
a technology proven to produce exceptionally long reads with high accuracy. sequenC|ng
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SMRT Sequencing allows you to accelerate your science with the complete range
of PacBio applications to produce data you can trust.
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biological insights spectrum of PacBio applications through low-complexity regions
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